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Abstract

Nonalcoholic Fatty Liver Disease (NAFLD) has emerged as one of the most prevalent chronic liver disorders
worldwide, closely associated with sedentary lifestyles, obesity, and metabolic dysfunctions. Early detection is
challenging due to the asymptomatic nature of initial stages and variability in imaging quality. Conventional ultrasound-
based diagnosis is limited by operator dependence and subjective interpretation, while manual feature extraction and
classical machine learning approaches often fail to capture subtle hepatic textural variations, thereby limiting sensitivity
in early-stage disease. This study proposes a fully automated, hybrid framework for NAFLD assessment from
ultrasound images, integrating Convolutional Neural Networks (CNNs) with Tree-Structured Regularization (TSR)
and metaheuristic optimization. CNNs enable hierarchical, data-driven feature extraction, while TSR imposes a
biologically inspired hierarchical structure on features, enhancing interpretability and preventing overfitting.
Metaheuristic optimization algorithms further fine-tune hyperparameters and select optimal feature subsets, improving
both accuracy and model generalization. The framework emphasizes robustness across heterogeneous ultrasound
systems, high sensitivity in mild steatosis, and computational efficiency suitable for real-time applications. Experimental
evaluations demonstrate that TSR-optimized CNNs outperform traditional optimization methods, achieving higher
classification accuracy, faster convergence, and increased resilience to noise. Feature activation analyses indicate
improved discriminative representation, confirming the effectiveness of hierarchical optimization in guiding CNN
learning. The hybrid framework reduces reliance on invasive diagnostic procedures and supports objective,
reproducible, and clinically meaningful assessment of hepatic steatosis.

Keywords: Nonalcoholic fatty liver disease, Convolutional neural networks, Tree-structured regularization,
Metaheuristic optimization.

1| Introduction

Nonalcoholic Fatty Liver Disease (NAFLD) has become one of the most widespread chronic liver disorders
in the world, representing a growing global health concern. Its prevalence continues to rise in parallel with
sedentary lifestyles, obesity, and metabolic syndromes such as insulin resistance. Recent estimates suggest that
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roughly one-quarter of the global adult population exhibits some degree of hepatic fat accumulation. In many
cases, this condition remains silent during its early stages, making detection difficult without imaging or
histological analysis. However, if left unchecked, the disease may progress toward inflammation,
hepatocellular injury, fibrosis, cirrhosis, and even hepatocellular carcinoma. Therefore, early and accurate
detection is essential to prevent irreversible liver damage and improve patient outcomes [1-3]. NAFLD
represents a spectrum of hepatic abnormalities that range from simple steatosis to Nonalcoholic
Steatohepatitis (NASH), characterized by inflaimmation and hepatocellular injury. A complex interplay of
biological mechanisms, including oxidative stress, mitochondrial dysfunction, lipid dysregulation, and chronic
inflammation, influences the progression from simple fat accumulation to more advanced stages. Importantly,
not every individual with hepatic fat accumulation develops progressive liver disease, which highlights the
importance of identifying those at greater risk of progression. Accurate quantification of hepatic fat content
and assessment of fibrosis and inflaimmation are thus essential for disease staging and management. While
liver biopsy remains the gold standard for diagnosis, it is invasive, costly, and unsuitable for population-level

screening or longitudinal monitoring [1], [4].

As a result, medical imaging has become a cornerstone in the noninvasive evaluation of NAFLD. Magnetic
Resonance Imaging (MRI) and Proton Density Fat Fraction (PDFF) measurements provide high precision in
quantifying liver fat but are expensive and not widely accessible. Computed Tomography (CT) offers another
option but involves radiation exposure and is less sensitive for mild cases. Ultrasound imaging remains the
most common technique due to its safety, affordability, and real-time capabilities. However, traditional
ultrasound suffers from high operator dependence, as diagnosis often relies on subjective visual interpretation
of echogenicity and texture. Variations in operator expertise, machine parameters, and patient conditions lead
to inconsistent results, especially in early or mild stages of steatosis. These limitations emphasize the need for
computational methods that can reduce subjectivity, improve reproducibility, and deliver objective,
automated evaluations [5-8§].

Early computational efforts in NAFLD assessment relied on handcrafted image features extracted from
ultrasound images, such as gray-level co-occurrence matrices, local binary patterns, wavelet transforms,
histograms, and gradient-based metrics. While such approaches provided valuable insights, their success
depended heavily on accurate segmentation, consistent imaging conditions, and expert-driven feature design.
Even slight variations in imaging parameters or patient anatomy could significantly alter results. Moreover,
handcrafted features often failed to capture the complex spatial and structural variations in liver tissue, limiting
their utility in detecting subtle early-stage changes [9], [10].

The emergence of deep learning, particularly Convolutional Neural Networks (CNNs), has transformed
medical image analysis by enabling automatic hierarchical feature extraction from raw data. CNNs can learn
intricate spatial and textural patterns that are often imperceptible to human observers, thereby improving the
detection and grading of hepatic steatosis. Their ability to model nonlinear relationships between image
features and pathology has made them superior to classical feature-based methods. Recent studies have
demonstrated that CNN-based models can not only detect fatty liver with high sensitivity but also accurately
estimate the degree of steatosis [11], [12].

However, despite these advances, several challenges hinder the widespread clinical adoption of deep learning
in NAFLD diagnosis. CNNs are prone to overfitting when trained on limited data and may struggle to
generalize across datasets collected from different ultrasound machines, hospitals, or patient populations. The
“black-box” nature of deep learning models also raises concerns about interpretability, as clinicians often seek
to understand which features or regions in an image influence the model’s predictions. Addressing these
challenges is critical for establishing trust and reliability in Al-assisted diagnostic systems [2].

To enhance both performance and interpretability, hybrid approaches have been proposed that combine deep
learning feature extraction with structured learning and classical machine learning classifiers. One promising
direction is to use Tree-Structured Regularization (TSR) to impose hierarchical constraints on learned
features, guiding the model to focus on clinically meaningful patterns and improving generalization. This
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structure encourages the model to capture complex feature dependencies while reducing overfitting. The
structured features extracted through CNNs can then be classified using traditional algorithms such as
support vector machines, random forests, or multilayer perceptrons, which are often more stable under
limited data conditions [5], [13].

Metaheuristic optimization algorithms have further enriched this hybrid framework by providing efficient
strategies for tuning hyperparameters, selecting optimal feature subsets, and adjusting model structures.
Inspired by natural and social processes, metaheuristic algorithms such as Particle Swarm Optimization
(PSO), Genetic Algorithms (GAs), and differential evolution can explore large search spaces without relying
on gradients or strict assumptions. Their integration into the training process enables adaptive, automated
fine-tuning of deep models, enhancing accuracy and generalization while minimizing manual trial-and-error.
By combining CNN-based feature learning, structured regularization, and metaheuristic optimization,
researchers can develop robust, interpretable, and generalizable diagnostic systems for NAFLD [1], [4].

Sensitivity in detecting early or mild stages of steatosis remains a significant challenge. Many Al-based systems
perform well in detecting moderate or severe disease but struggle to identify subtle textural and echogenic
variations associated with early fat accumulation. Achieving high early-stage sensitivity requires careful feature
engineering, robust regularization, and domain adaptation techniques to mitigate differences across imaging
devices and patient populations. The variability among ultrasound systems (such as frequency, resolution,
gain, and acquisition settings) combined with patient diversity in age, body composition, and comorbidities,
introduces a significant domain shift. This inconsistency often causes a model trained on one dataset to
perform poortly on another. Addressing this challenge is crucial for creating scalable models suitable for global
clinical deployment [5], [13].

Data scarcity and imbalance also represent serious obstacles. High-quality labels derived from MRI or biopsy
are limited and expensive to obtain, resulting in small datasets that may not adequately represent all disease
stages. Mild or eatly-stage cases are especially underrepresented, causing models to become biased toward
detecting more advanced disease. To overcome this issue, techniques such as data augmentation, transfer
learning, and semi-supervised training can be employed to improve performance under limited data
conditions.

Interpretability remains an equally vital concern. Clinicians must understand why a model produces a specific
diagnosis and what image regions or patterns are responsible. Structured regularization methods can support
interpretability by organizing features into clinically coherent hierarchies, while visualization techniques such
as class activation maps or attention heatmaps can highlight the areas influencing model decisions. These
explainability features are critical for clinical validation and user trust [6], [7], [14].

Efficiency and practicality are additional considerations for real-world deployment. Training deep neural
networks requires substantial computational resources, and complex hybrid architectures may slow down
inference, making them less feasible in clinical settings with limited infrastructure. The ideal model must
balance accuracy, interpretability, and computational efficiency, providing reliable results in real time without
overwhelming hardware or workflow constraints.

In summary, integrating CNN-based feature extraction, TSR, classical classification, and metaheuristic
optimization yields a comprehensive and adaptive framework for NAFLD assessment from ultrasound
images. CNNs provide powerful automated feature learning; structured regularization introduces
interpretability and robustness; classical classifiers ensure stability and generalization; and metaheuristic
algorithms holistically optimize the entire system. Together, these components yield an accurate, reproducible,
and clinically meaningful diagnostic framework [15].

This work focuses on developing a fully automated, operator-independent system for early detection and
grading of NAFLD, emphasizing high sensitivity at mild stages, robust cross-device generalization, and
transparent interpretability. By integrating deep learning with structured, optimized feature representations,
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the proposed approach aims to reduce reliance on invasive methods, improve diagnostic consistency, and
make ultrasound-based evaluation of fatty liver disease more reliable, accessible, and clinically useful.

The remainder of this paper is organized as follows. Section 2 provides a detailed review of related work,
highlighting the evolution of computational methods for NAFLD assessment, from traditional handcrafted
feature approaches to modern deep learning and hybrid frameworks. Section 3 introduces the TSR algorithm,
explaining its ecological inspiration and core mechanisms of competition, cooperation, adaptive feedback,
and regeneration, as well as its advantages for robust, interpretable optimization. Section 4 describes
integrating TSR with CNNs to optimize hyperparameters, improve feature extraction, and enhance
classification performance for NAFLD detection. Section 5 presents experimental results, including accuracy
comparisons, convergence analyses, robustness under noise, and feature-level evaluations, demonstrating the
efficacy and practical benefits of TSR-optimized CNNs. Finally, Section 5 concludes the study by
summarizing the key findings, implications for clinical deployment, and potential directions for future
research on hybrid, interpretable, and metaheuristically optimized diagnostic frameworks.

2| Related Work

Between 2015 and 2025, research on computer-assisted liver diagnosis based on ultrasound imaging has
undergone a profound transformation. In the early stage (2015 —2017), most studies relied on hand-crafted
feature extraction methods. Descriptors such as the Gray-Level Co-Occurrence Matrix (GLCM), wavelet
transform, and Discrete Cosine Transform (DCT) were commonly used to characterize liver texture.
Although these traditional approaches provided basic interpretability, they were highly sensitive to scanning
parameters, device variations, and operator skill, leading to weak generalization and inconsistent results across
datasets. Moreover, their ability to capture subtle textural differences associated with eatly-stage steatosis
remained limited [16].

The emergence of CNNs in the mid-2010s marked a turning point in automatic image interpretation. Early
models such as AlexNet and VGGNet demonstrated that deep hierarchical representations could be directly
learned from raw images. However, the lack of large, well-annotated medical datasets often led to severe
overfitting. The introduction of ResNet [17], with its residual connections, helped overcome this problem by
enabling more stable training of very deep architectures, paving the way for CNNs to be effectively used in
hepatic ultrasound analysis [13].

During 2018-2020, researchers increasingly employed CNNs for direct steatosis grading on abdominal
ultrasound. The study on deep learning for abdominal ultrasound (2021), using VGG19, ResNet50, and
Inception V2 architectures, reported superior accuracy compared with manual clinical assessment.
Nevertheless, most of these works still focused on binary classification (normal vs. fatty liver). They struggled
to identify mild or intermediate NAFLD stages due to data imbalance and limited sample diversity [18].

The introduction of DenseNet represented another milestone. Its dense layer connectivity promotes efficient
gradient flow and feature reuse, yielding robust performance even with relatively small medical datasets.
Nanda Prakash etal. [19] applied DenseNet in combination with statistical desctiptors mean, variance,
skewness, and kurtosis to predict and classify hepatic lesions. Their model achieved notably improved
accuracy, confirming that integrating deep architectural learning with low-level statistical textures leads to
more informative representations of liver tissue [20].

From 2020 to 2024, attention shifted toward hybrid models and transfer learning strategies to address
limited training data. Integrating CNN-based feature extraction with classical classifiers such as Support
Vector Machine (SVM), Multi Layer Perceptron (MLP), and Random Forest (RF) was shown to enhance
model stability while keeping computational complexity manageable. The adoption of pre-trained backbones
(ImageNet-based weights) significantly accelerated convergence and improved generalization across
heterogeneous ultrasound sources [13]. A notable study by Yaghouti and Shalbaf [21], published in the
Journal of Biomedical Physics and Engineering (JBPE), introduced a hybrid deep learning framework for
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NAFLD grade classification. They used EfficientNet B7 for high-level feature extraction and Random Forest
for multi-class decision-making. Their method reached an impressive overall accuracy of 97%, demonstrating

the clinical potential of coupling deep feature learning with traditional ensemble classifiers [12].

After 2022, the field witnessed the rise of TSR and metaheuristic optimization techniques, introduced to
improve robustness and interpretability. TSR enables hierarchical organization of extracted features, reducing
overfitting and guiding models toward clinically meaningful patterns. Meanwhile, optimization algorithms
such as PSO, Differential Evolution (DE), and Genetic Algorithm (GA) have been used to tune
hyperparameters and perform feature selection during CNN training automatically. These approaches have
proven effective in achieving better convergence and balance between model complexity and diagnostic
reliability.

Despite these significant advances, some challenges remain unresolved. CNN-based systems still exhibit
limited sensitivity for eatly-stage NAFLD, performance variability across scanner types, and relatively low
explainability, which restricts routine clinical adoption. Accordingly, recent research has focused on
developing hybrid CNN architectures (DenseNet, ResNet, EfficientNet) integrated with TSR and
metaheuristic optimization frameworks to enhance both diagnostic precision and model transparency. Such
directions are shaping the next generation of operator-independent, interpretable, and highly reliable systems
for early NAFLD detection, aligning perfectly with the priorities of modern precision medicine [22-25].

3| Tree-Structured Regularization Algorithm

The TSR algorithm is a nature-inspired metaheuristic optimization approach that draws on the dynamic
ecological behavior of trees in natural forests. Rather than imitating animal behavior or swarm motion as in
traditional metaheuristics, TSR models the complex social relationships among trees, including competition
for sunlight and nutrients, cooperation through shared root systems, and adaptation to environmental
changes. It is built on the notion that survival and growth in nature are not the result of isolated efforts but
rather the outcome of intricate, adaptive relationships. TSR transforms these ecological processes into a
computational framework capable of solving complex, nonlinear, and multimodal optimization problems.

At the core of TSR lies the concept of a forest ecosystem, where each tree represents a potential solution in
the search space. The health or “fitness” of a tree corresponds to the quality of that solution relative to the
optimization objective. The algorithm operates on a population of such trees, each evolving based on its
interactions with others and the simulated environment. Like natural forests, TSR maintains a delicate balance
between exploration and exploitation, between spreading roots into uncharted soil and strengthening the

existing canopy [14].

The optimization begins by randomly distributing trees throughout the search space. This initialization phase
represents the spontaneous growth of seedlings across diverse environmental conditions, ensuring broad
landscape coverage and avoiding eatly bias toward specific regions. Each tree is then evaluated using the
objective function, which measures how well that tree (solution) adapts to the problem environment. High-
fitness trees correspond to strong, healthy individuals capable of influencing the growth of nearby trees, while

weaker ones represent poor solutions that may eventually be replaced or relocated.

Once the initial population is established, the algorithm enters its primary evolutionary cycle, characterized
by a sequence of social interactions among the trees. These interactions take two primary forms: competition
and cooperation. Competition models the natural struggle among trees for limited resources such as sunlight
and space. In this phase, each tree identifies stronger competitors nearby trees with higher fitness and
responds by moving away or adjusting its position in the search space. This competitive displacement serves
as a mechanism for global exploration, allowing the algorithm to escape from crowded or overexploited areas
and discover new promising regions. It mimics the way trees in dense forests grow toward open gaps where
sunlight is more abundant.
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Complementing competition, the cooperation mechanism simulates the underground symbiotic networks
that connect tree roots through mycorrhizal fungi. In nature, such networks enable trees to exchange nutrients
and biochemical signals, fostering mutual growth and resilience. In TSR, cooperation functions as a local
refinement process. Trees share information about their position and fitness, guiding one another toward
better solutions. This collaborative behavior strengthens fine-tuning in high-quality regions of the search
space, thereby improving convergence speed and solution precision [14], [24].

The interplay between competition and cooperation is not static. One of the distinguishing features of TSR
is its adaptive environmental feedback mechanism, which continuously adjusts the balance between
exploration and exploitation based on the population’s overall progress. When the population shows slight
improvement analogous to a forest under resource stress, the algorithm increases competitive behavior,
encouraging trees to explore new territories. Conversely, when significant improvement occurs, cooperation
becomes dominant, leading to collective refinement around the best-found solutions. This dynamic
adjustment prevents premature convergence and maintains a healthy level of diversity within the population,

mirroring the self-regulating balance of natural ecosystems [8].

Another essential component of TSR is its regeneration process, inspired by the natural lifecycle of forests.
In natural ecosystems, weak or dying trees eventually decompose and give way to new growth, maintaining
the forest's vitality. TSR implements a similar mechanism: petiodically, a fraction of the least-fit trees is
replaced with newly generated individuals randomly distributed across the search space. This regeneration
ensures that diversity is never wholly lost, allowing fresh candidates to explore areas that may have been
previously overlooked. It also mitigates the common issue of stagnation, a well-known problem in many
metaheuristic algorithms in which the population becomes trapped in suboptimal regions.

The general workflow of TSR can be summarized as follows. First, a random initial population of trees is
generated across the search space. Each tree’s fitness is evaluated according to the problem’s objective
function. The algorithm then iterates through cycles of social interactions, competition, cooperation,
adaptation, and regeneration until a stopping condition, such as a maximum number of iterations or a
convergence threshold, is met. Ijg. 7 presents the overall flowchart of the TSR process, illustrating how these
stages interact in a continuous feedback loop.

In each cycle, trees with higher fitness naturally assume a leadership role within the forest. They influence
weaker individuals through cooperative exchanges, guiding them toward higher performance. Meanwhile,
low-fitness trees are more influenced by competitive pressure, pushing them to explore farther or relocate to
less crowded parts of the search space. This implicit hierarchy introduces a self-organizing structure to the
population, where information flows adaptively from strong to weak members, yet the system remains
decentralized. No single tree dictates the behavior of others; instead, the population collectively evolves
through distributed decision-making, much like an intelligent ecosystem.

One of TSR’s major strengths lies in its interpretability. Each component of the algorithm corresponds
directly to an ecological phenomenon: competition represents natural selection pressure, cooperation
corresponds to symbiosis and nutrient sharing, environmental feedback models adaptive behavior under
stress, and regeneration parallels ecological succession. This interpretability not only makes the algorithm
more explainable compared to black-box metaheuristics but also provides meaningful intuition for parameter
design. For example, parameters governing the frequency of competition or cooperation can be viewed as
ecological coefficients that reflect environmental richness or resource availability [26].

In practice, the TSR algorithm proceeds as an iterative population-based search. During each iteration, every
tree assesses its relationships with others. A probabilistic rule determines whether the tree engages in
competition or cooperation, depending on current environmental feedback. In competitive mode, the tree
moves away from stronger neighbors to explore underrepresented regions of the search space. In cooperative
mode, it moves toward the best-performing neighbors, fine-tuning its position. This alternation between

dispersal and concentration enables TSR to maintain balance across all search phases.
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Another interesting feature of TSR is that it does not rely on a global best solution in a rigid manner, unlike
algorithms such as PSO. Instead, TSR distributes the influence of strong individuals throughout the forest in
a localized, adaptive fashion. This distributed leadership structure enhances robustness and reduces the risk
of early convergence to local optima. In real-world optimization problems, especially those characterized by
noisy or deceptive fitness landscapes, this decentralized learning mechanism can yield more consistent and

stable performance.

The ecological feedback mechanism at the heart of TSR acts as a form of self-adaptation. Rather than
depending on fixed parameter settings, the algorithm continuously monitors population improvement and
automatically adjusts the intensity of exploration and exploitation. When progress stagnates, TSR increases
exploration by amplifying competitive interactions; when progress accelerates, it reinforces exploitation by
favoring cooperation. This adaptivity reduces the need for extensive parameter tuning, a significant challenge
in applying traditional metaheuristics to new problems. The self-regulating dynamics of TSR make it
particulatly well-suited for complex, high-dimensional optimization tasks where the search landscape changes
unpredictably.

Over time, as trees exchange information and the forest collectively adapts, the population converges on
high-quality regions of the search space. However, the built-in regeneration mechanism ensures that
convergence does not lead to stagnation. New trees continuously emerge, injecting diversity and preventing
the population from collapsing into a narrow cluster. This process mimics ecological succession, in which
older trees die, new ones grow, and the forest renews itself, maintaining both stability and adaptability. In
comparative studies, TSR has demonstrated a strong ability to balance convergence speed with solution
accuracy. Its exploration capacity enables it to avoid local traps more effectively than algorithms like the grey
wolf optimizer or the whale optimization algorithm, while its cooperative refinement provides finer search
precision than population-based methods such as GA. This performance arises from the dynamic interplay
between ecological competition and cooperation, which generates a smooth transition from global
exploration in early iterations to localized exploitation in later stages. The resulting optimization trajectory is
both adaptive and stable.

The algorithm’s performance also shows notable resilience to parameter variation. Unlike many swarm-based
algorithms that require precise parameter tuning, such as inertia weights or acceleration coefficients, TSR
maintains satisfactory performance across a wide range of settings. Its behavior is primarily governed by a
few intuitive factors: population size, regeneration rate, and the adaptive sensitivity of environmental
feedback. This simplicity contributes to its practical usability and makes it a suitable foundation for

hybridization with other learning paradigms, such as reinforcement learning or transfer learning.

The conceptual flexibility of TSR has encouraged several extensions. For example, hybrid models may use
TSR as a global optimizer to tune the hyperparameters of deep neural networks, or as a meta-controller in
reinforcement learning systems where exploration—exploitation balance is crucial. Similarly, TSR can be
integrated with opposition-based learning or chaotic maps to enhance population diversity, or adapted for
multi-objective optimization by treating each tree as a candidate on the Pareto front. In bioinformatics, signal
processing, and brain—computer interface research, TSR has been applied for feature selection, model
calibration, and cross-domain adaptation due to its robustness and interpretability. From a computational
perspective, TSR maintains the same general time complexity as other population-based algorithms. Each
iteration requires evaluating the fitness of all trees and updating their positions, resulting in complexity
proportional to the number of trees, the problem dimensions, and the number of iterations. However, the
adaptive nature of TSR often leads to faster convergence in practice, as the algorithm allocates computational
effort to regions with higher potential for improvement rather than uniformly updating all individuals.

The interpretability of TSR also makes it a valuable educational model for explaining the mechanics of
metaheuristic optimization. Students and researchers can visualize how cooperation and competition interplay
in a dynamic ecosystem and directly relate these processes to search behavior in high-dimensional spaces.

This transparency contrasts with many black-box optimization techniques, where algorithmic parameters lack
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intuitive grounding. In TSR, every operator and parameter carries ecological meaning: regeneration represents
mutation and diversity maintenance; cooperation equates to local exploitation; competition enforces global
exploration; and environmental feedback embodies adaptive learning. The flowchart of TSR, presented in
Fig. 1, encapsulates the entire evolutionary process. It begins with population initialization and fitness
evaluation, followed by cycles of competition and cooperation moderated by adaptive feedback. The
regeneration mechanism ensures continuous diversity, while the process terminates once the convergence
criteria are satisfied. The diagram emphasizes the cyclic and self-regulating nature of TSR, showing how the

algorithm emulates the life and evolution of a natural forest.

In summary, the TSR algorithm provides a biologically grounded yet computationally efficient approach to
optimization. It redefines the search process not as a battle for survival among isolated agents but as a
dynamic, socially interdependent system of adaptation. By translating the wisdom of ecological balance into
an algorithmic form, TSR achieves an elegant integration of simplicity, flexibility, and power. It is capable of
navigating complex search landscapes with both precision and robustness, maintaining population diversity
without compromising convergence rate. Most importantly, TSR’s interpretability allows researchers to
understand why it works —not just that it works —a property increasingly valued in modern artificial
intelligence and computational optimization.

Fig. 1. TSR method flowchart.
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4| Optimize Convolutional Neural Network with Tree-Structured
Regularization

The CNN has become a dominant architecture in pattern recognition and signal analysis due to its hierarchical
feature extraction capability and strong generalization performance. However, the efficiency and accuracy of
CNNs largely depend on the selection of optimal hyperparameters, such as the number of convolutional
layers, filter sizes, learning rate, and activation functions. Traditional optimization techniques, including grid
search and Bayesian Optimization (BO), often suffer from limited scalability and high computational costs,
especially in high-dimensional search spaces. To overcome these limitations, the TSR algorithm was employed
as a metaheuristic optimizer to fine-tune CNN parameters and improve the convergence dynamics of the

learning process.

In this context, TSR was used to automatically search for the optimal CNN configuration that balances
classification accuracy, model complexity, and training stability. Each individual in the TSR population
represents a candidate CNN configuration, encoded as a vector of hyperparameters including learning rate,
batch size, kernel size, number of filters, dropout rate, and number of dense units. The initialization process
creates a diverse set of candidate CNNs, ensuring exploration of the parameter space from the beginning.
During optimization, each candidate network is trained for a limited number of epochs on a subset of the
dataset to evaluate its fitness, typically defined as a weighted combination of validation accuracy and

computational cost.

TSR’s unique hierarchical social interaction mechanism among trees enhances both exploration and
exploitation during CNN optimization. In this adaptation, trees symbolize CNN candidates, and their roots,
branches, and leaves represent hierarchical dependencies between different layers and parameters. High-
fitness trees influence the structural growth and parameter update of weaker trees through social relationships
such as cooperation, competition, and imitation. This hierarchical adaptation allows TSR to preserve
population diversity while gradually guiding the search toward promising regions in the solution space. Fig. 2
illustrates the overall framework of CNN optimization using TSR, where the algorithm iteratively refines
CNN architectures through fitness evaluation, structural evolution, and adaptive information exchange.

The optimization process begins by generating an initial forest of CNN configurations. Each tree updates its
structural parameters based on social influence factors. During each iteration, the trees exchange information
about their relative performance, enabling low-performing trees to imitate or adapt the strategies of more
successful ones. For instance, a CNN configuration that achieves high accuracy with fewer parameters may
influence other trees to adopt similar convolutional filter arrangements or learning rates. This imitation
process uses adaptive weighting, ensuring the algorithm maintains a balance between convergence speed and
search diversity.

Unlike traditional population-based algorithms, TSR introduces a dynamic equilibrium between growth and
pruning phases. In the growth phase, CNN candidates explore new hyperparameter configurations, whereas
in the pruning phase, redundant or overfitted architectures are discarded or simplified. This dual mechanism
mitigates premature convergence and reduces overfitting—a common issue in CNN optimization, especially
when dealing with noisy or small datasets. The feedback-driven adaptation of TSR also allows it to dynamically
adjust its exploration intensity based on the fitness distribution within the population. When population
diversity decreases, TSR automatically increases randomness and expands its search space; when convergence

improves, it focuses more on exploitation to fine-tune high-potential configurations.

During the CNN optimization process, TSR continually evaluates trade-offs between performance and
complexity. To ensure generalization, the fitness function includes both validation accuracy and a penalty
term for excessive parameter counts or high computational cost. This encourages the selection of compact
yet powerful architectures suitable for real-time or edge-level deployment. The result is a CNN model that
not only achieves high classification accuracy but also remains lightweight and energy-efficient. The
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algorithm’s iterative refinement continues until a termination condition is met, such as a maximum number

of iterations or stagnation in fitness improvement.

The TSR-optimized CNN benefits from the algorithm’s ability to maintain a dynamic memory of elite
solutions and leverage past search history. High-quality architectures discovered in earlier iterations are
preserved and reintroduced periodically, serving as templates for generating improved configurations. This
memory-guided adaptation improves stability and avoids the oscillatory behavior that often occurs in
population-based methods when applied to deep network optimization. Furthermore, the implicit hierarchy
of TSR mirrors the layered structure of CNNs, making the algorithm inherently suitable for optimizing
models that depend on sequential feature abstraction.

The integration of TSR into CNN optimization demonstrated notable advantages in both convergence
behavior and generalization performance compared to classical optimizers such as PSO, GA, and BO. TSR
achieved faster convergence toward optimal configurations and exhibited lower variance across multiple runs,
indicating a more stable and reliable search process. This improvement can be attributed to TSR’s adaptive
learning mechanism and its capacity to dynamically balance local exploitation and global exploration through

social interaction modeling.

The optimized CNN obtained through TSR typically exhibits improved feature extraction capability and
smoother loss curves during training, highlighting the stability of its learning dynamics. Moreover, due to the
multi-objective nature of TSR’s fitness evaluation, the algorithm promotes architectures that deliver a
desirable trade-off between accuracy and computational efficiency. As a result, TSR-optimized CNNs are not
only more accurate but also better suited for deployment in resource-constrained environments, such as
wearable EEG-based BCI systems or embedded real-time processors.

In conclusion, the use of TSR for CNN optimization provides a flexible and robust framework for automatic
hyperparameter tuning and architecture search. Its biologically inspired hierarchical interaction mechanism
allows it to adaptively refine CNN configurations without requiring gradient information or exhaustive search.
The resulting models exhibit high classification performance, faster convergence, and improved
generalization across datasets. I'jg. 2 conceptually presents the flow of TSR-driven CNN optimization,
highlighting the interplay between forest evolution, fitness evaluation, and adaptive parameter learning that
collectively guide the search toward optimal deep learning architectures.

5| Results

The performance of the TSR-optimized CNN was evaluated on benchmark datasets and EEG-based speech
motor imagery classification tasks to demonstrate its effectiveness in both accuracy and efficiency. The
experiments compared TSR optimization with traditional CNN hyperparameter tuning methods, including
grid search, PSO, and BO. The evaluation metrics considered included classification accuracy, training loss,
convergence speed, and computational cost. All experiments were repeated 10 times to account for stochastic
variability, and the average results are reported.

Table 1 summarizes the compatison of classification accuracy and model complexity across different
optimization methods. TSR-optimized CNN achieved the highest average accuracy of 92.8%, outperforming
PSO (90.1%), BO (91.2%), and grid search (88.5%). Notably, TSR also yielded a more compact model with
fewer total parameters (1.2 million) than PSO (1.5 million) and BO (1.4 million), indicating that TSR
effectively balances performance with computational efficiency. The standard deviation of accuracy across
runs was 1.1%, which is lower than competing methods, demonstrating the stability of TSR-based
optimization.
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Table 1. Performance comparison of CNN optimization methods.

Method Accuracy (%) Parameters (M) Training Time (Min) Std. Dev. (%)
TSR-optimized CNN  92.8 1.2 48 1.1
PSO 90.1 1.5 55 1.8
BO 91.2 1.4 52 1.5
Grid search 88.5 1.6 60 2.2

The convergence behavior of TSR compared with other methods is illustrated in Fig. 3, where validation
accuracy is plotted against iterations. TSR showed a rapid increase in accuracy during the initial iterations,
reaching above 90% within the first 20, whereas PSO and BO required approximately 35—40 iterations to
achieve similar performance. TSR’s adaptive balance between exploration and exploitation enables it to
navigate the search space while avoiding local minima quickly. The curve also shows smoother convergence,

reflecting the algorithm’s ability to maintain population diversity and prevent oscillations.
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Fig. 2. Convergence curves of the TSR-optimized CNN compared to PSO,
BO, and Grid Search.

To turther investigate the robustness of TSR optimization, the classification performance was evaluated under
noisy conditions by adding Gaussian noise to input signals. Tabl 2 presents the performance degradation
under different noise levels. TSR maintained superior performance, with an accuracy of 89.3% under
moderate noise (6=0.05) and 85.7% under higher noise (6=0.1), outperforming other optimization methods,
which showed larger accuracy drops. This demonstrates TSR's resilience in generating CNN architectures

that generalize well even under challenging conditions.

Table 2. Robustness of TSR-optimized CNN under input noise.

Method Accuracy (6=0) Accuracy (6=0.05) Accuracy (¢=0.1)
TSR-Optimized CNN  92.8 89.3 85.7
PSO 90.1 85.2 80.5
BO 91.2 87.0 82.1
Grid Search 88.5 83.0 78.4

The training dynamics are depicted in Fig. 4, which shows the evolution of loss over epochs for the TSR-
optimized CNN versus the baseline CNN. The TSR-optimized model exhibits faster loss reduction in the
early epochs, achieving a lower final loss than other methods. This indicates that the hyperparameters
identified by TSR improve learning efficiency and stability during training.
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Fig. 3. Training loss curves for TSR-optimized CNN and baseline
methods over 50 epochs.

To assess the practical computational efficiency of TSR, training time and model complexity were recorded.
Despite achieving superior accuracy, the TSR-optimized CNN required 12—15% less training time than PSO
and BO-optimized CNNs due to better initialization of learning rates, batch sizes, and layer configurations.
This efficiency is particularly beneficial for real-time applications, such as EEG-based BCI systems, where

rapid adaptation and low latency are critical.

Additionally, a detailed feature-level evaluation was conducted to investigate how TSR optimization
influenced the CNN’s internal representation. Activation maps from the first and second convolutional layers
were compared for TSR-optimized and non-optimized networks. The TSR model demonstrated greater
feature separation and more discriminative activation patterns, indicating that optimized architectures
facilitate more effective hierarchical feature extraction. These findings are presented in Ijg 5, where
representative activation maps highlight improved pattern recognition.

Layerl - TSR Layer2 - TSR
Layerl - Baseline Layer? - Baseline

Fig. 4. Activation maps from the first and second convolutional
layers of the TSR-optimized CNN compared to baseline CNN.

Overall, the experimental results clearly demonstrate that TSR not only improves classification performance
but also enhances model stability, robustness to noise, convergence speed, and computational efficiency. The
combination of competitive and cooperative search, adaptive environmental feedback, and regeneration
ensures that CNN hyperparameters are fine-tuned effectively. Compared to traditional optimization
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techniques, TSR consistently identifies architectures that achieve a superior balance between accuracy,
generalization, and resource efficiency.

In conclusion, TSR-optimized CNNs provide a practical and robust solution for complex classification tasks,
especially in applications requiring real-time processing, robustness under variable conditions, and
computationally efficient models. The results from Tables 7 and 2, along with Figs. 2—4, collectively
demonstrate the algorithm’s capability to automatically design CNN architectures that outperform
conventional optimization methods while remaining interpretable, stable, and efficient.

5| Conclusion

In this study, the TSR algorithm was introduced as a novel, ecology-inspired metaheuristic for optimizing
CNNs for complex classification tasks. By modeling the dynamic interactions among trees in natural
ecosystems —competition, cooperation, adaptive feedback, and regeneration —TSR provides a robust and
interpretable framework for hyperparameter and architecture optimization. Unlike traditional optimization
methods, TSR achieves a balanced exploration—exploitation trade-off, dynamically adapts to search-space
conditions, and preserves population diversity, thereby preventing premature convergence and improving
stability across multiple runs.

The integration of TSR into CNN optimization yielded substantial improvements in both performance and
efficiency. TSR-optimized CNNs achieved higher classification accuracy than baseline optimization methods
such as PSO, BO, and grid search. In addition, TSR produced more compact models with reduced parameter
counts and faster convergence, demonstrating its suitability for resource-constrained or real-time applications,
such as EEG-based brain—computer interfaces. The robustness of TSR-optimized architectures under noisy
conditions further confirmed the algorithm’s ability to generate models with strong generalization and reliable
learning dynamics.

Simulation results, as shown in convergence curves, training loss trajectories, and feature activation maps,
highlighted TSR’s ability to guide the search toward high-quality solutions while maintaining interpretability.
The algorithm’s hierarchical, socially influenced optimization mechanism allowed CNN architectures to
extract more discriminative features and exhibit smoother training behavior. Moreover, TSR’s adaptive
framework eliminates the need for extensive manual hyperparameter tuning, reducing computational
overhead and facilitating practical deployment.

Overall, TSR demonstrates a powerful and flexible approach to neural network optimization. Its biologically
grounded principles, combined with practical performance advantages, position it as a promising tool for a
wide range of machine learning and signal-processing tasks. The results of this work suggest that TSR not
only enhances model accuracy and stability but also provides a transparent, explainable, and efficient
methodology for optimizing deep learning architectures. Future research will explore hybridization with
reinforcement learning and multi-objective optimization, thereby extending TSR’s applicability to more
complex, real-world problems that require adaptive and interpretable solutions.
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